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HOXAS5 mRNA 18 & (P < 0.05) 35 &4 0 H 4 R B2 4 90f o¢ , e #ss MU ARk R B TR 1+ 1
Wy, R HOXAS & (1 F1 mRNA (RIS BEWAER . A, BIGEERA BHREEHEEELX (W P>005), @
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Expression of HIOXAS5 Protein/mRNA in Esophageal Squamous Cell Carcinoma
and Adjacent Tissue

ZHAO Qiu-min'-?
(1. Department of Pathology, The First Affiliated Hospital, Zhengzhou University//Henan Key Laboratory of Tumor Pathology;
2. Editorial Board of Journal of Medical Sciences of Zhengzhou University, Zhengzhou 450052, China)

Abstract; [Objective] To investigate the expression of Homeobox gene 5(HOXAS5) protein/mRNA in esophageal squamous
cell carcinoma (ESCC), adjacent dysplasia and its corresponding normal mucosa lissue, and analyze the relationship between
HOXAS5 expression and gender, age as well as parameters of clinical pathology in patients with ESCC. [Methods] 31 cases of
ESCC specimens were divided into two aliquots, one aliquot was fixed with 40 g/L paraformaldehyde, and another was stored
at 80 °C. HE and immunohistochemical staining was used to detect the expression of HOXAS5 protein. Total RNA was extracted
from 0.15 g freshly-frozen tissue, and FQ-PCR was used to detect the expression of HOXA5 mRNA. [Results] (1) HE staining
confirmed that all 31 cancer specimens were ESCC, all specimens adjacented within 3 c¢m from cancer foci being precancerous
atypical hyperplasia, and that all specimens obtained from the surgical stump of esophageal mucosa were corresponding normal
mucosa. (2)Percentages of HOXAS protein expression in normal esophageal mucosa, adjacent hyperplasia and ESCC were 32.3%,
58.1% and 64.5% , respectively (P < 0.05). The related levels of HOXA5 mRNA were 0.97 = 0.46, 1.76 + 1.03, and 2.37 +
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2.11, respectively. Both HOXAS protein and HOXA5 mRNA levels were determined to be statistical difference among 3 groups,

showing that the levels in adjacent hyperplasia and ESCC were higher than those in normal esophageal mucosa (P < 0.05). (3)The

percentages of HOXAS protein expressionand the levels of HOXA5 mRNAwere detected to be significant difference according to
ESCC pathological grade (P < 0.05), both showed to be higher in Grade Wl than in Grade( I + I ) in pathological grading system.

Moreover, our results didn’t support that the expression of HOXA5 was related to gender, age and the depth of invasion or lymph
node metastasis in ESCC (P > 0.05).  (4)HOXAS protein expression was consistent with HOXA5 mRNA expression (Kappa =

0.718, P < 0.05). [Conclusion] Expression of HOXAS5 is upregulated in precancerous atypical hyperplasia and ESCC tissue, it

may present an early event in the ESCC.

Key words; esophageal squamous cell carcinoma; adjacent dysplasia; HOXAS5; FQ-PCR
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PEHL 2006 42 H 26 HE 3 H 16 HWREA
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AMV ﬁ%i%% LA HEE Promega /A ) s IGRE
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1.3 HOXAS #0 B-actin 5| ¥1H9% T B & R
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sequences)ﬁ}ﬁﬁ: EP B‘J%?ﬁu ) Eﬁ%%ﬁﬁﬁ/ﬁz—é' %
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31 HOXAS 7 B-actin 3| ¥/F 51 B8 A B A /N
Table 1 The sequences of HOXAS, B-actin primer,

and product size

o Product Size
Genes Primer Sequences

(bp)

HOXA5  Sense 5'-ACTCCGGCAGGTACGGCTACG-3' 259
Antisense 5'-CCGCTGGAGTTGCTTAGGGAG-3'

B-actin  Sense 5'-CATCCTGCGTCTGGACCT-3' 480

Ahtisense 5'-CCGCTGGAGTTGCTTAGGGAG-3'

1.4 HOXA5 mRNA K553 8 PCR il

1.4.1 % RNA #9423 B 0.15 g 7E -80 CIk
Z’?E‘Jﬁﬁé}{ JJMA 1 mL T B Trizol 2 BURK , TEBE
WK mP ROV, HAH ™ Trizol
RNA $2BURF S UL BT, RABUREEER H
VKFIR A L EEXT RNA 4l 2 &, 72 S AMT B EH L
TRIIL 28 S.18 S 1 5 S £%HF ; N FHER AN e
T RNA &8 2R G 20K, [ AMV 35
R & cDNA,

142 HOXAS #v B-actin #9322 % PCR ¥73%¢ &
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HFAME ACt < 2 B,
1.7 SEitzabiE

TRERL s Fon, PIMEARBEULESR
Heiate, 2MEENEILERABRRERITEZD
Mr /N2 2 (LSD) KB ; 4 2B R n (%) 3R
AN, R X RS, MO ME 43 R A Spearman S5 2%

AT, BB 7K UE o = 0.05, 7 SPSS 12.0 F52A%

GrtEat,
2 % X

2.1 31 GIREEIRAREFEN SR
i 20 21 2 HE ) - A6 45 SRR 5L, 31 8
HBBRAI Ry g s AR T 99 B, T
12 49, M2 10 B ; B kB 5558 o B, ok B 45 4%
% 22 B MR B ER BT RERIUZ 6
B, BRAVE 10 1), SF4ERE 15 41,31 BIJESS 3 cm L
WHIARA 2 P -E A BRI A 31 ] FR TR
BEREA LN EEBRR B,
22 REEELAMEBEESARMMERARAMER
BERRALAT HOXAS EAREHSH .
EHSERE L 4l s HOXAS BH TR

KB GRS, EFEF B4 A HOXAS &
B RAERE, SZH L, @A RS RS
A 2 AU B R P HOXAS B H R A E R, H
HRAPHEERHCOEHRC, EHBERTKRE
a3 4 L BURR SR 27 5 55 AN - BH A4 40
) RS B A 55 B B s HH B HOXAS R IA AR
TR (K1),

1 AEHEL HOXAS BHMRIE
Fig.1 Expression of HOXAS Protein in Esophageal
Tissue
A Normal esophageal epithelium tissue; B: Esophageal squamous

cell carcinoma tissue; SP, x 400

2.3 HOXAS5 % H M mRNA Eﬁ%%it&;&-‘ﬁllﬁfz‘:

TBIRHIRE -

EWEEREHAN s AR A AR &
B E 2 21 HOXAS & A KPR IR RS 508
32.3%(10/31).58.1%(18/31) Ml 64.5%(20/31),3
HEHWERESAGIFE N (x*=7.233,P<0.05),
EEUYEHL 5 N AR A 2 HOXAS &
HMHERAYE TIEREERHRAL, 274
GBI OC smasenammmas = 6.458 0 mxrun
g En e = 4.168;3 P < 0.05),

HOXAS %5 4 FH 3 35 15 2 5 B0 2835 i 1k
B, Ay RIEEE ., MESEREBETL BP>
0.05) ; {5 5 iy i B2 43 A S, o B2 TR )
AL H HOXAS EARBHRH THEZ(L+1)
R (W YIERY: P < 0.05),

HOXAS5 mRNA & B 7E 1E % &8 F 4 A

(0.97 + 0.46) JEZE BT 2041 (1.76 + 1.03) .

EEEHEHLS (237 £ 2.11) HIE 2 B A/ %t
2B (B 2, F = 8.000,P < 0.05) ; Ho 7 898 40 41

RS T G U IR B TE W
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BEFEA L, HOXA5 mRNA BY% 5 5 &% ik
R R MER AR RIEIRE A Ok AR
Tk (P ¥ > 0.05); 5 By B2 0 908 % (F =
3.600,P < 0.05), ¥ H2 I 4% () 40 21 HOXAS
mRNA RIS H TR (1+0) H4H (P<
0.05),1 % 2,

480( B-actin)

259 (HOXAS5)

2 FEAEHLRH HOXAS mRNA HRi%
Fig.2 Expression of HOXAS5 mRNA in Different
Esophageal Tissue
M: Marker; 1: Esophageal squamous cell carcinoma tissue;
2: Precancerous atypical hyperplasia tissue; 3: Normal esophageal

mucosa tissue; 4: Negative control

24 BEEESAT HOXAS & HE M mRNA #ik
B — B A

HOXAS #EHFiEHR K HOXAS mRNA Fik#®R
¥Ih 64.5%(20/31) , 5 TG (P > 0.05,
% 3), EEEHL H HOXAS HH5H mRNA £
Fk—E AR E B I (Kappa = 0.718, P < 0.05),

3 9 b

HOX F:ERFMEIAET 39 MELEFE, 7o
B oA NS 712,17 M 2 KAk R
(7p15.3,17p21.3,12q13.3 il 2q31), Ay 44 & HOX-
A B.C 1 D1, HOX 3 S s BB AR A T 7
Wik, (R MG GERNIERS 5 SRR LS FE R
fR R B MR, RS RET, XK
HOX F:F bt as fe ek, ATz T itk e 40 i
A5 T Al ST A B (RIS [RIR DL , ARAIE AR
Ji6 R B 1 4 45 4 7 400 B TE R 14 I ) 2 ) T
MR E, BAEE, A HOX METzs gtk Rk
HIEREL, W & 8 & 4, e A LR T Z
RGBSR |2 B 2 MR A A

&2 HOXAS5 EEM mRNA WRZERESAEHESRE
I PRIEFRAY 3 &
Table 2 Expression of HOXAS protein/mRNA in
esophageal squamous cell carcinoma and its relationship

to clinical indicators

HOXAS protein ~ HOXAS

Item Cases
positive (%) mRNA

Gender

Male 18 11(61.1) 2.32+1.04

Female 13 8(61.5) 243 +1.12
Age/year

=60, 17 11(64.7) 244 +1.12

<60 14 9(64.3) 229+ 1.08
Histological grade"

Grade I 9 4(44.4) 1.75 + 1.15

Grade I 12 7(58.3) 220+ 1.14

Grade Il 10 9(90.0) 3.15+1.23
Invasion depth

Within mucosa, 6 4(66.7) 231 +141

submucosa,

or shallow layer

Deep muscle 10 6(60.0) 230+ 1.11

Fiber membrane 15 10(66.7) 244 £1.34
Lymph node metastasis

No 22 14(63.6) 234 +1.55

Yes 9 6(66.7) 2.44 +1.63

1) Both HOXAS5 protein and mRNA, Grade T + 11 comapared
with Gradelll, P < 0.05

£3 ATEEALTH HOXAS EEK mRNA RiLELE
Table 3 Percentages of HOXAS protein/mRNA

expression in esophageal squamous cell carcinoma

HOXAS5 mRNA
i + -
+ 18 2
HOXAS protein
. - 2 9

Corrected x* = 0.250, P > 0.05

CR 3] HOX By 5 3Rk,

VR W RTIIBI T I R R, NIE B BB R
b g S N AL A A R AL,
HOXAS5 EHRBIKKIE, ZRAGIHTFENL,
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U~ BB L —— I 34T T B
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